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ABSTRACT 

The present investigation was carried out to estimate phenotypic and genotypic coefficient of variation, 

heritability in broad sense and genetic advance as per cent of the mean in F2 generation for fifteen 

characters in two crosses of bitter gourd. The two crosses are HUB-1 × CO-1 and HUB-1× Mysore 

Local. In the F2 population of the cross HUB-1 × CO-1, high (> 20 %) genotypic coefficient of variation 

(GCV) and phenotypic coefficient variation (PCV) was detected for node at which first female flower 

appeared, sex ratio, average fruit weight, number of fruits per vine and fruit yield per vine. In the F2 

population of the cross HUB-1 × Mysore Local, high (> 20 %) genotypic coefficient of variation (GCV) 

and phenotypic coefficient variation (PCV) was observed for node at which first female flower appeared, 

sex ratio, average fruit weight and fruit yield per vine and number of seeds per fruit and it suggests that 

all of the traits that were noted had greater variability and that there was lots of opportunity for these 

characters to be improved through selection. High heritability (> 60 %) along with high genetic advance 

as per cent over mean (> 20 %) was reported in F2 population of the cross HUB-1 × CO-1 for node at 

which first female flower appeared, sex ratio, average fruit weight, number of fruits per vine, fruit yield 

per vine and number of seeds per fruit. High heritability (>60%) and high genetic advance as per cent 

over mean (>20%) was observed in F2 population of the cross HUB-1 × Mysore Local for fruit yield per 

vine, number of seeds, sex ratio and node at which first female flower appeared. This indicating high 

heritability was mainly due to additive gene effect and hence selection was highly effective for these 

characters and indicate a favourable genetic basis for these traits in bitter gourd. 

Keywords: Variability, GCV, PCV, genetic advance as per cent of mean, heritability and bitter gourd. 
  

 

Introduction 

Bitter gourd (Momordica charantia L.) is an 

important nutritive and commercial cucurbit belongs to 

the family Cucurbitaceae. The crops comes under this 

family is commonly known as gourd, melon or 

pumpkin. (Singh et al., 2018). The genus Momordica 

has 7 species reported in Indian and 60 species in other 

part of the world. It is a diploid having chromosome 

number of 2n=22. Bitter gourd is an old-world origin 

and is native of Tropical Asia, particularly in Indo-

Burma region. The alkaloid ‘momordicin’, which is 

distinct from the cucurbitacin found in other cucurbits, 

is responsible for the bitter principle in bitter gourds 

(Jeffery, 1967). In the present study the variability 

observed in F2 population is due to segregation and 

recombination of genes. This might be helpful for the 
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breeder to get a desirable traits combination for 

improving the yield. Hence, the present study was 

conducted to know the extent of variability in 

segregating population and it can be estimated through 

the different genetic parameters viz., PCV, GCV, 

heritability and genetic advance as per cent of mean. 

Material and Methods 

The study was carried out at Kittur Rani 

Channamma College of Horticulture, Arabhavi, 

Belagavi district, Karnataka, India during June 2024. 

The experiment was carried out in Augmented block 

design. In this experiment two hybrids HUB-1 × CO-1 

and HUB-1 × Mysore Local were used. There were 10 

blocks for each hybrid, contains three check plants 

(Check-1- US33, Check-2–Nitika, Check-3–Ankur 

Shreya), two parent plants, one F1 plant and ten F2 

population plant. A total of 20 blocks and three checks 

were used in this experiment. Vine length at final 

harvest (m), number of primary branches at final, node 

at which first female flower appeared, sex ratio, fruit 

length (cm), fruit diameter (cm), L:D ratio, days to first 

fruit harvest, days to last fruit harvest, average fruit 

weight (g), number of fruits per vine, fruit yield per 

vine (Kg), number of seeds per fruit , ascorbic acid 

(mg/100g) and antioxidant activity (%).The data 

recorded were statistically analysed for genotypic 

coefficient of variation and phenotypic coefficient of 

variation according to Burton and Devane (1953). 

Heritability in broad sense was estimated as per the 

formulae suggested by Lush (1940) and genetic 

advance was estimated as per the formula proposed by 

Johnson et al. (1955). 

Results and Discussion 

The extent of variability present in the two crosses 

of bitter gourd in F2 generation were measured in terms 

of phenotypic coefficient of variation (PCV), genotypic 

coefficient of variation (GCV), heritability in broad 

sense and genetic advance as per cent of the mean are 

given in Table 1 and Table 2. Considerable amount of 

variability was observed for all the characters under 

study and this proves that there is ample scope for 

selection in the subsequent generations. Segregation 

and recombination are found maximum in the F2 

generation; therefore, it is the ideal generation for 

imposing selection. The outcomes of variability and 

genetic components of variation are studied below with 

regard to growth, yield and quality parameters in F2 

population of cross HUB-1 × CO-1 (Table 1). 

For vine length at final harvest high PCV and 

moderate GCV values were observed in observed in F2 

population of the cross HUB-1 × CO-1. The difference 

between GCV and PCV was less indicating the 

considerable amount of genetic variability and less 

influence of non-genetic factors. The results obtained 

are in conformity with the findings of Devmore et al. 

(2010) in bitter gourd. Moderate heritability coupled 

with low genetic advance and high genetic advance as 

per cent over mean was noted for this character 

revealed the additive gene effects coupled with high 

environmental impact on these traits, so selected 

wound not be effective. These findings are in 

accordance with Tyagi et al. (2018) in bitter gourd and 

Singh et al. (2022) in cucumber.  

Whereas, for number of primary branches at last 

harvest showed high PCV and moderate GCV which 

indicating the considerable amount of genetic 

variability and less influence of non-genetic factors. 

Low heritability coupled with low genetic advance and 

moderate genetic advance as per cent over mean was 

observed which suggests that the high influence of 

environmental factors and limited genetic variability 

for this trait. These results are in confirmatory with the 

findings of Talukder et al. (2018) in bitter gourd and 

Sravani et al. (2021) in ridge gourd 

High GCV and high PCV values were recorded 

for node at which first female flower appeared 

indicating a considerable influence of environment on 

their expression. High heritability coupled with low 

GA and high GAM was noted which showed high 

degree of genetic variability exhibiting additive gene 

effects for these traits. Considerable amount of 

variability was observed for these characters, there is 

more scope for selection in the subsequent generations. 

These results are in accordance with the findings of 

Gowda (2017) in bitter gourd and Gautham and 

Balamohan (2018) and Sravani et al. (2021) in ridge in 

gourd 

It was noted that high values of GCV and PCV for 

sex ratio were recorded and there is minor difference 

between them which showed influence of environment 

for this character was low and that would be effective 

for selection through phenotype. High heritability 

coupled with low genetic advance and high genetic 

advance as per cent over mean in this population 

showing that this trait was controlled by additive gene 

action effects and selection on the basis of this 

character would be more effective for further breeding 

programme. The genetic variability study results in the 

present investigation for sex ratio are in conformity 

with findings of Vitthal (2012), Gautham and 

Balamohan (2018) in ridge gourd and Gowda (2017) 

and Pradhan et al. (2021) in bitter gourd. 

In the of cross (HUB-1 × CO-1) fruit length had 

showed low GCV and moderate PCV per cent values. 
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This indicated the low variability for these characters 

which is the constraint for genetic improvement 

through selection. Moderate heritability followed by 

low genetic advance and moderate genetic advance as 

per cent over mean was documented for this trait, 

indicate that the heritability of a trait is due to additive 

gene action and that the trait can be improved through 

selection in future generations. Alekar et al. (2019) in 

bitter gourd and Vaidya et al. (2020) in bottle gourd.  

With respect to fruit diameter moderate GCV and 

high PCV were recorded. This indicating the 

considerable amount of genetic variability and less 

influence of non-genetic factors was observed. These 

results are accordance with findings of Vitthal et al. 

(2012) and Gowda et al. (2017) in bitter gourd. 

Moderate heritability followed by low genetic advance 

and high genetic advance over per cent mean showed 

in this trait due to environmental effect and non-

additive gene action. Incorporating diverse genetic 

material may help identify or develop lines with better 

expression of this trait under varying environmental 

conditions. Mounica et al. (2019) and Mehta et al. 

(2021) in bitter gourd. 

The L:D ratio showed moderate GCV and high 

PCV and disparity among them were minute which 

indicate that environment influence is meagre. 

Moderate heritability coupled with low genetic 

advance and high genetic advance over per cent mean, 

this indicates the trait is largely influenced by 

environmental factors rather than genetic factors and 

suggests that selection and additive gene action can be 

effective in enhancing the L:D ratio. These are in 

accordance with the earlier observation made by 

Munshi et al. (2007) Cucumis sativus var. hardwickii 

R. (Alef.) and Bannatti et al. (2023) in bitter gourd.  

Days to first fruit harvest showed low GCV and 

moderate PCV values which indicate this indicates as 

the trait more influenced by environment. While it 

showed moderate heritability coupled with moderate 

genetic advance and moderate genetic advance over 

per cent mean indicating non-additive gene action 

which selection was not satisfactory. These findings 

are similar to Rajawat et al. (2017) in cucumber. 

Days to last fruit harvest showed low GCV and 

PCV values. This indicated the low variability for these 

characters which is the constraint for genetic 

improvement through selection. Moderate heritability 

noticed along with low genetic advance and low 

genetic advance per cent over mean indicating that 

environmental effect was more than the genotypic 

effect and due to non-additive gene action selection, 

hence further improvement of the trait might not be 

effective. Similar outcomes were observed by 

Bhoomika et al. (2020) in cucumber and Bahiram et al. 

(2023) in bitter gourd. 

High GCV and PCV was noticed for average fruit 

weight indicating wider variation in the population and 

less environmental influence on the expression of this 

trait. High heritability was noticed along with high 

genetic advance and high genetic advance over per 

cent mean indicating high heritability was mainly due 

to additive gene effect and hence selection was highly 

effective for these characters and indicate a favourable 

genetic basis for this trait in bitter gourd. Similar 

results were obtained by Hanchinamani et al. (2006) in 

cucumber, Alekar et al. (2019) in bitter gourd.  

High assessment of both GCV and PCV displayed 

for number of fruits per vine and it indicates the 

existence of high variability which will be amenable 

for further improvement through selection using 

existing population. High magnitude of heritability 

accompanied with high genetic advance and high 

GAM indicating dominance of additive gene action in 

genetic control of this trait and selection is enough for 

improving this trait. Similar results were upheld by the 

Vitthal (2012), Rani et al. (2014), Pradhan et al. (2021) 

in bitter gourd. 

With respect to fruit yield per vine high 

magnitude of both genotypic coefficient variation and 

phenotypic coefficient variation were recorded, 

indicating wider variation in the population and less 

environmental influence on the expression of this trait. 

High assessment of both heritability and genetic 

advance as per cent over mean displayed that this trait 

had less affected by environmental factor and control 

under dominance of additive gene action and pedigree 

selection is the best breeding approach for 

advancement of this trait. Similar outcomes were 

observed by Dey et al. (2005), Vitthal (2012), Gowda 

(2017) and Pradhan et al. (2021) in bitter gourd and 

also by Bhoomika (2020) in cucumber. 

Number of seeds per fruit showed moderate 

values for both GCV and high PCV and it indicate that 

a trait is influenced by both genetic and environmental 

factors. High heritability followed by low genetic 

advance and high GAM indicated, this trait was control 

under additive genes and offers scope for selection. 

Similar results were observed by Kumari et al. (2018) 

in bitter gourd. Bhoomika (2020) in cucumber and 

Pradhan et al. (2021).  

Ascorbic acid in fruit observed low GCV and 

moderate PCV values. This indicated the low 

variability for these characters which is the constraint 

for genetic improvement through selection. While, it 
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showed moderate heritability coupled with high 

genetic advance and low genetic advance over per cent 

mean denoted as the pre- dominance of non-additive 

gene action and optimizing these environmental 

conditions could be a more effective approach to 

increasing ascorbic acid content than relying solely on 

selection. Similar findings was recorded by Prakash et 

al. (2021), Bannatti et al. (2023), Chaudhary et al. 

(2019) and Nithinkumar et al. (2022) in bitter gourd 

With respect to antioxidant activity, it showed less 

GCV and moderate PCV values. The values of 

genotypic coefficient of variation and phenotypic 

coefficient of variation were close to each other, this 

indicates as the trait more influenced by environment. 

While, it showed moderate heritability coupled with 

high genetic advance and low genetic advance over per 

cent mean denoted as the pre-dominance of non-

additive gene action and optimizing these 

environmental conditions could be a more effective 

approach to increasing antioxidant activity. Similar 

findings were recorded by Anjum et al. (2013) in bitter 

gourd, Lu et al. (2012) in wild bitter gourd 

(Momordica charantia L. var. abbreviata Seringe).  

The outcomes of variability and genetic 

components of variation are briefly studied below with 

regard to growth, yield and quality parameters in F2 

population of cross HUB-1 × Mysore Local (Table 2). 

Moderate GCV and high PCV values were noted 

for vine length at the final harvest shows disparity 

among them were minute which indicate that 

environment influence not so much. Low heritability 

coupled with low genetic advance and moderate 

genetic advance over per cent mean. The vine length in 

bitter gourd exhibits non-additive gene interactions, 

where the phenotypic expression is influenced more by 

the interaction of multiple alleles and environmental 

factors than by simple additive effects. Results 

obtained here in agreement with the findings of Islam 

et al., (2009), Dalamu and Behera (2013), Chakraborty 

et al. (2013), Tyagi et al. (2018), Pathak et al. (2014) 

and Yadagiri et al. (2017) in bitter gourd. 

Whereas, for number of primary branches at last 

harvest showed high PCV and moderate GCV which 

indicates medium variability and moderate influence of 

environment on the expression of this trait. These 

results are in conformity with the finding of Islam et al. 

(2009). Low heritability coupled with low genetic 

advance and high genetic advance as per cent over 

mean was observed which indicates that bitter gourd 

shows non-additive gene interactions, indicating that 

environmental influences and multiple allele 

interactions have a greater impact on phenotypic 

expression than by simple additive effects. These 

results are in confirmatory with the findings of Mulge 

et al. (2014) and Bhoomika et al. (2020) in cucumber.  

High GCV and high PCV values were recorded 

for node at which first female flower appeared. It 

indicates the existence of high variability which will be 

amenable for further improvement through selection 

using existing population. High GA was observed 

While, High heritability as well as high GAM was 

noted which showed the combination of strong genetic 

control, low environmental influence, significant 

genetic variability and additive gene action for this trait 

and these results are in accordance with the findings of 

Gowda (2017) in bitter gourd and Sravani et al. (2021) 

in ridge in gourd. 

It was noted that high values of GCV and PCV 

value for sex ratio and there is minor difference 

between them which showed influence of environment 

for this character was low and that would be effective 

for selection through phenotype. High heritability 

coupled with low genetic advance and high genetic 

advance as per cent over mean in this F2 population 

showing that this trait was controlled by additive gene 

action effects and selection on the basis of this 

character would be more effective for further breeding 

programme. The genetic variability study results in the 

present investigation for sex ratio are in conformity 

with findings of Vitthal (2012) in bitter gourd and 

Gautham and Balamohan (2018) in ridge gourd. 

In the F2 of cross (HUB-1 ×Mysore Local) fruit 

length had showed moderate GCV and high PCV per 

cent values. It indicates that a trait is influenced by 

both genetic and environmental factors. Moderate 

heritability followed by low genetic advance and high 

genetic advance as per cent over mean was 

documented for this trait, indicated that pre-dominance 

of non-additive gene action and optimizing these 

environmental conditions could be a more effective 

approach to increasing. These results are in agreement 

with the results of Singh et al. (2014), Yadava and 

Yadav (2015) and Pradhan et al. (2021) in bitter gourd. 

With respect to fruit diameter moderate GCV and 

high PCV value were noticed. the difference between 

these values were high which indicated that 

environmental factors play a significant role in 

determining fruit diameter. Low heritability followed 

by low genetic advance and low genetic advance over 

per cent mean showed in this trait due to environmental 

effect and non-additive gene action. Incorporating 

diverse genetic material may help to identify or 

develop lines with better expression of this trait under 
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varying environmental conditions. Sravani et al. (2021) 

in ridge gourd and Mounica et al. (2019). 

The L:D ratio showed moderate GCV and high 

PCV and disparity among them were minute which 

indicate that environment influence not so much. 

Moderate heritability coupled with low genetic 

advance and high genetic advance over per cent mean, 

this indicates that the trait is largely influenced by 

environmental factors rather than genetic factors and 

suggests that selection and additive gene action can be 

effective in enhancing the L:D ratio. These results are 

in accordance with the earlier observation made by 

Bannatti et al. (2023) in bitter gourd. Munshi et al. 

(2007) Cucumis sativus var. hardwickii R. (Alef.). 

Days to first fruit harvest showed low GCV and 

PCV values that the characters' varied performances 

are greatly influenced by their environment and narrow 

genetic base. Moderate heritability noticed along with 

moderate genetic advance and moderate genetic 

advance per cent over mean indicating the possibility 

of predominance of additive gene action in the 

inheritance and genotypic influence on these 

characters. These results are in agreement with the 

results of Bhoomika et al. (2020) in cucumber and 

Kanimozhi et al. (2015) in bitter gourd. Singh et al. 

(2017) in bitter gourd.  

Days to last fruit harvest showed low GCV and 

PCV values, the characters varied performances are 

greatly influenced by their environment and narrow 

genetic base. Moderate heritability noticed along with 

low genetic advance and low genetic advance per cent 

over mean indicating low level of variation in days to 

last fruit harvest this indicate that the predominance of 

non-additive gene action. Similar outcomes were 

observed by Kanimozhi et al. (2015) and Bahiram et 

al. (2023) in bitter gourd. 

High GCV and PCV was noticed in average fruit 

weight indicating wider variation in the population and 

less environmental influence on the expression of this 

trait. Moderate heritability coupled with high genetic 

advance and high genetic advance as per cent over 

mean. which revealed the additive gene effects coupled 

with high environmental impact on these traits, hence, 

selection wound not be effective. These are in 

accordance with the earlier observations made by 

Tiwari et al. (2021) and Sagar et al. (2024) in bitter 

gourd. 

Moderate assessment of GCV and high PCV 

values displayed for number of fruits per vine indicates 

that there is potential for genetic improvement and 

environmental factors significantly affect fruit 

production. Moderate heritability coupled with low 

genetic advance and high genetic advance as per cent 

over mean. Moderate heritability and low genetic 

advance suggest that genetic factors are important but 

limited by significant environmental influences and 

high genetic advance as a percentage of the mean 

indicates that even small genetic gains can lead to 

meaningful productivity increases, emphasizing the 

need for integrated breeding and cultivation strategies. 

Mehta et al. (2021) and Tyagi et al. (2018) in bitter 

gourd. 

With respect to fruit yield per vine, high 

magnitude of both genotypic coefficient variation and 

phenotypic coefficient variation were recorded 

indicating wider variation in the population and less 

environmental influence on the expression of this trait. 

High assessment of both heritability and genetic 

advance as per cent over mean displayed that this trait 

and low genetic advance had less affected by 

environmental factor and control under dominance of 

additive gene action and pedigree selection is the best 

breeding approach for advancement of this trait. 

Similar outcomes were observed by Vitthal (2012), 

Gowda (2017) and Pradhan et al. (2021) in bitter gourd 

and also by Bhoomika et al. (2020) in cucumber. 

High genotypic variation and phenotypic variation 

was noticed in number of seeds per fruit indicating 

wider variation in the population and less 

environmental influence on the expression of this trait. 

High assessment of both heritability and genetic 

advance as per cent over mean displayed that this trait 

had less affected by environmental factor and control 

under dominance of additive gene action and pedigree 

selection is the best breeding approach for 

advancement of this trait. The similar findings were 

observed by Sowmya et al. (2021) and Kumari et al. 

(2018) in bitter gourd. 

Whereas the ascorbic acid content showed low 

GCV and moderate PCV values and suggests that 

while there is some variability in ascorbic acid levels 

influenced by both genetic and environmental factors, 

it’s not extremely high. Low heritability coupled with 

moderate genetic advance and low genetic advance as 

per cent over mean shows that poor heritability and 

genetic diversity of the trait, conventional selection 

techniques may not produce appreciable changes. 

Thus, improving these environmental factors rather 

than depending only on selection may be a better 

strategy for raising ascorbic acid content. The similar 

findings was recorded by Prakash et al. (2021), 

Bannatti et al. (2023), Chaudhary et al. (2019) and 

Nithinkumar et al. (2022) in bitter gourd. 
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Antioxidant activity showed moderate genotypic 

coefficient of variation and moderate phenotypic 

coefficient of variance. It indicates existence of broad 

genetic base, which would be amenable for further 

selection. High heritability coupled with moderate 

genetic advance and moderate genetic advance as per 

cent over mean indicate that a character is indicated 

non-additive genes involvement in the expression of 

the trait and this with limited scope of improvement by 

direct selection. The similar findings were seen in 

Rane et al. (2023) and Mahapatra et al. (2023) in 

bottle gourd and Karmakar et al. (2013) in ridge 

gourd.

 

Table 1: Estimates of mean and genetic parameters for growth and flowering parameters in F2 population of 

HUB-1 × CO-1 of bitter gourd. 
Range SI. 

No. 
Characters Mean 

Min Max 

GCV 

 (%) 

PCV 

 (%) 

h
2
bs 

 
(%) 

GA  
GAM 

 (%) 

1 Vine length at final harvest (m) 2.58 1.39 6.44 16.74 24.46 46.85 0.61 23.64 

2 Number of primary branches at final harvest 4.45 2.00 7.00 12.65 25.35 24.91 0.58 13.03 

3 Node at which first female flower appeared 7.59 4.00 14.00 26.74 30.46 77.10 3.67 48.45 

4 Sex ratio (Male: Female) 4.03 0.00 10.50 57.80 60.08 92.58 4.62 114.74 

5 Fruit length (cm) 10.92 6.04 14.30 9.89 15.82 39.07 1.39 12.76 

6 Fruit diameter (cm) 3.46 1.08 7.00 16.31 23.45 48.37 0.81 23.40 

7 L:D ratio 3.26 2.20 4.97 15.34 21.99 48.65 0.72 22.07 

8 Days to first fruit harvest 51.90 41.00 60.00 7.57 10.15 6.76 6.05 11.66 

9 Days to last fruit harvest 82.91 71.00 90.00 3.36 4.63 52.80 4.18 5.04 

10 Average fruit weight (g) 54.36 12.42 78.96 24.77 27.77 79.59 24.79 45.60 

11 Number of fruits per vine 9.75 5.00 23.00 46.55 51.10 82.98 8.53 87.48 

12 Fruit yield per vine (Kg) 0.54 0.07 1.61 56.27 63.06 79.61 0.56 103.57 

13 Number of seeds per fruit 13.90 8.40 20.40 18.32 21.71 71.19 4.43 31.89 

14 Ascorbic acid (mg/100g) 104.16 83.18 118.12 6.68 10.65 39.26 8.99 8.63 

15 Antioxidant activity (%) 71.42 53.67 84.30 6.80 10.42 42.61 6.54 9.16 

PCV - Phenotypic coefficient of variation          h 
2 
bs- Heritability (broad sense)   

GCV - Genotypic coefficient of variation          GA - Genetic advance        GAM - Genetic advance as per cent of the mean 

 

Table 2: Estimates of mean, range and genetic parameters for growth and flowering parameters in F2 population 

of HUB-1 × Mysore Local of bitter gourd 
Range SI. 

No. 
Characters Mean 

Min Max 

GCV 

 (%) 

PCV 

 (%) 

h 
2
 bs 

 (%) 
GA  

GAM 

 (%) 

1 Vine length at final harvest (m) 2.32 1.10 3.53 12.44 23.26 28.60 0.32 13.72 

2 Number of primary branches at final harvest 3.94 2.00 7.00 12.23 27.80 19.35 0.44 11.10 

3 Node at which first female flower appeared 9.17 5.00 14.00 27.15 30.32 80.22 4.60 50.17 

4 Sex ratio (Male: Female) 4.13 0.00 12.33 58.16 60.85 91.36 4.74 114.68 

5 Fruit length (cm) 8.03 3.19 12.6 19.59 28.03 48.85 2.27 28.25 

6 Fruit diameter (cm) 3.20 1.28 4.67 10.84 24.48 19.63 0.32 9.91 

7 L:D ratio 2.65 0.91 4.98 14.61 42.01 12.10 0.28 10.49 

8 Days to first fruit harvest 54.65 45.00 65.00 6.89 8.99 58.71 5.95 10.89 

9 Days to last fruit harvest 85.52 79.00 90.00 2.83 4.04 49.26 3.51 4.10 

10 Average fruit weight (g) 36.02 9.18 70.26 34.23 48.49 49.82 17.95 49.84 

11 Number of fruits per vine 13.03 7.00 20.00 19.97 28.09 50.52 3.81 29.28 

12 Fruit yield per vine (Kg) 0.48 0.09 1.47 62.78 69.53 81.53 0.57 116.95 

13 Number of seeds per fruit 9.24 3.60 19.60 26.71 33.83 62.36 4.02 43.52 

14 Ascorbic acid (mg/100g) 80.85 50.00 121.00 8.30 15.84 27.50 7.26 8.98 

15 Antioxidant activity (%) 70.62 51.2 85.1 10.49 12.45 70.98 12.88 18.24 

PCV - Phenotypic coefficient of variation          h 
2 
bs- Heritability (broad sense)   

GCV - Genotypic coefficient of variation          GA - Genetic advance         GAM - Genetic advance as per cent of the mean 

 

Conclusion 

In the F2 population of the cross HUB-1 × CO-1, 

high GCV and PCV were detected for node at which 

first female flower appeared, sex ratio, average fruit 

weight, number of fruits per vine, fruit yield per vine. 

In the F2 population of the cross HUB-1 × Mysore 

Local, high GCV and PCV were observed for node at 

which first female flower appeared, sex ratio, average 
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fruit weight, fruit yield per vine and number of seeds 

per fruit which indicates the existence of more 

variability among all the traits recorded and ample 

scope for improvement of these characters through 

selection. High heritability along with high genetic 

advance as per cent over mean was reported for node at 

which first female flower appeared, sex ratio, average 

fruit weight, number of fruits per vine, fruit yield per 

vine and number of seeds per fruit in the F2 population 

of the cross HUB-1 × CO-1. High heritability and high 

genetic advance as per cent over mean was observed 

for fruit yield per vine, number of seeds, sex ratio and 

node at which first female flower appeared F2 

population of the cross HUB-1 × Mysore Local. High 

heritability suggests that the observed variation in the 

traits is due to genetic factors, making the traits more 

predictable and responsive to selection. High genetic 

advance indicates that selecting individuals with 

desirable traits will results in significant improvement 

in the next generation.it reflects the ability of the trait 

to show measurable progress under selection. 
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